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. All probe sets changed 2-fold or greater with E or E+P treatment compared to placebo treatment of Ovx macaques.

Other ID Gene Name
MmugDNA.29016.1.S1_at gDNA.Hs.28505.0.S3 FEA=U133PSR GEN=UBE2H DEF=Orthologous to 222420_s_at ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast)
MmugDNA.42377.1.81_at gDNA.Hs.294136.0.A1 FEA=U133PSR GEN=UBE2D3 DEF=0Orthologous to 230171_at Ubiquitin-conjugating enzyme E2D 3 (UBC4 5 homolog, yeast)
MmugDNA.7415.1.81_s_at gDNA.g4507776 FEA=U133PSR GEN=UBE2D3 DEF=0Orthologous to 200669_s_at ubiquitin-conjugating enzyme E2D 3 (UBC4 5 homolog, yeast)
MmugDNA.38344.1.51_at gDNA.g13436070 FEA=U133PSR GEN=UBE2R2 DEF=Orthologous to 223014_at ubiquitin-conjugating enzyme E2R 2
MmugDNA.6893.1.51_at gDNA.g13097281 FEA=U133PSR GEN=UBE2D3 DEF=0Orthologous to 200668_s_at ubiquitin-conjugating enzyme E2D 3 (UBC4 5 homolog, yeast)
MmugDNA.41426.1.51_s_at gDNA.Hs.301667.0.A1 FEA=U133PSR GEN=UBE3A DEF=O0rthologous to 213291_s_at ubiquitin protein ligase E3A (human papilloma virus E6-associated protein, Angelman syndrome)
MmugDNA.12795.1.81_at gDNA.g4775663 FEA=U133PSR GEN=UBE2V2 DEF=Orthologous to 209096_at ubiquitin-conjugating enzyme E2 variant 2
MmugDNA.179.1.81_at  gDNA.Hs.118797.0.A3 FEA=U133PSR GEN=UBE2D3 DEF=O0rthologous to 200667_at ubiquitin-conjugating enzyme E2D 3 (UBC4 5 homolog, yeast)
MmugDNA.24283.1.81_at gDNA.g12803862 FEA=U133PSR GEN=UBE2G1 DEF=Orthologous to 209142_s_at ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. elegans)
MmugDNA.7059.1.51_at gDNA.g4759287 FEA=U133PSR GEN=UBE4A DEF=Orthologous to 202038 _at ubiquitination factor E4A (UFD2 homolog, yeast)
MmugDNA.32489.1.S1_at gDNA.g8923743 FEA=U133PSR GEN=UBE2Q DEF=Orthologous to 217978_s_at ubiquitin-conjugating enzyme E2Q (putative)
MmugDNA.16180.1.S1_at gDNA.Hs.184325.0.A3 FEA=U133PSR GEN=UBE2J1 DEF=0Orthologous to 217823_s_at ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast)
MmugDNA.35625.1.S1_s_at gDNA.Hs.108104.0.S1 FEA=U133PSR GEN=UBE2L3 DEF=0Orthologous to 200682_s_at ubiquitin-conjugating enzyme E2L 3
MmuSTS.4733.1.81_at  gi:60301518 DEF=UBE1C_8886 Rhesus macaque genomic DNA Macaca mulatta STS genomic clone MMA8886, sequence tagged site
MmugDNA.17692.1.S1_s_at gDNA.Hs.170737.0.A1 FEA=U133PSR GEN=UBE1DC1 DEF=0Orthologous to 222578_s_at ubiquitin-activating enzyme E1-domain containing 1
MmugDNA.2447.1.51_at gDNA.Hs.811.1.A1 FEA=U133PSR GEN=UBE2B DEF=Orthologous to 228588_s_at ubiquitin-conjugating enzyme E2B (RAD6 homolog)
MmugDNA.35416.1.S1_at gDNA.Hs.270366.0.A1 FEA=U133PSR GEN=UBE2D3 DEF=0Orthologous to 243046_at Ubiquitin-conjugating enzyme E2D 3 (UBC4 5 homolog, yeast)
MmugDNA.21931.1.81_at gDNA.Hs.811.0.A1 FEA=U133PSR GEN=UBE2B DEF=Orthologous to 202333_s_at ubiquitin-conjugating enzyme E2B (RAD6 homolog)
MmuSTS.2001.1.81_at  gi:47155553 DEF=UBE2A_72 Rhesus macaque genomic DNA Macaca mulatta STS genomic clone MMA72, sequence tagged site. GEN=UBE2A PROD=ubiquitin-conjugating enzyme E2A
MmugDNA.40739.1.S1_at gDNA.g4586929 FEA=U133PSR GEN=UBE2E3 DEF=Orthologous to 210024 _s_at ubiquitin-conjugating enzyme E2E 3 (UBC4 5 homolog, yeast)
MmuSTS.974.1.51_at  gi:53828483 DEF=UBE2L3_3884 Rhesus macaque genomic DNA Macaca mulatta STS genomic clone MMA3884, sequence tagged site. GEN=UBE2L3 PROD=ubiquitin-conjugating enzyme E2L 3
MmugDNA.30183.1.S1_at gDNA.Hs.7766.0.A2 FEA=U133PSR GEN=UBE2E1 DEF=O0Orthologous to 212519_at ubiquitin-conjugating enzyme E2E 1 (UBC4 5 homolog, yeast)
MmugDNA.7386.1.51_at gDNA.g4507762 FEA=U133PSR GEN=UBE1 DEF=0Orthologous to 200964_at ubiquitin-activating enzyme E1 (A1S9T and BN75 temperature sensitivity complementing)
MmugDNA.9787.1.S1_s_at gDNA.Hs.75355.1.A1 FEA=U133PSR GEN=UBE2N DEF=0Orthologous to 212751_at ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast)
MmugDNA.37118.1.S1_at gDNA.Hs.78563.0.A3 FEA=U133PSR GEN=UBE2G1 DEF=Orthologous to 209141_at ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. elegans)
MmuSTS.4687.1.81_at  gi:47777228 DEF=UBE2D2_1119 Rhesus macaque genomic DNA Macaca mulatta STS genomic clone MMA1119, sequence tagged site. GEN=UBE2D2 PROD=ubiquitin-conjugating enzyme E2D 2
MmugDNA.41419.1.81_at gDNA.Hs.66817.0.A1 FEA=U133PSR GEN=UBE2R2 DEF=0Orthologous to 226954_at Ubiquitin-conjugating enzyme E2R 2
MmugDNA.15633.1.S1_at gDNA.g4557025 FEA=U133PSR GEN=HERC1 DEF=0Orthologous to 218306_s_at hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1
MmugDNA.15202.1.81_at gDNA.g7706311 FEA=U133PSR GEN=UBE2J1 DEF=Orthologous to 217826_s_at ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast)
MmugDNA.11900.1.S1_at gDNA.Hs.22543.0.S1 FEA=U133PSR GEN=UBE3A DEF=0rthologous to 226587_at Ubiquitin protein ligase E3A (human papilloma virus E6-associated protein, Angelman syndrome)
MmugDNA.29018.1.81_at gDNA.Hs.28505.0.54 FEA=U133PSR GEN=UBE2H DEF=Orthologous to 222421_at ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast)
MmugDNA.36546.1.51_at gDNA.g5174482 FEA=U133PSR GEN=UBE4B DEF=Orthologous to 202317 _s_at ubiquitination factor E4B (UFD2 homolog, yeast)
MmugDNA.35627.1.51_at gDNA.Hs.108104.0.S2 FEA=U133PSR GEN=UBE2L3 DEF=Orthologous to 200683_s_at ubiquitin-conjugating enzyme E2L 3
MmuSTS.2901.1.81_at  gi:51854190 DEF=UBE2I_3883 Rhesus macaque genomic DNA Macaca mulatta STS genomic clone MMA3883, sequence tagged site. GEN=UBE2I PROD=ubiquitin-conjugating enzyme E2I
MmugDNA.4956.1.51_at gDNA.Hs.108332.0.S2 FEA=U133PSR GEN=UBE2D2 DEF=Orthologous to 201343 _at ubiquitin-conjugating enzyme E2D 2 (UBC4 5 homolog, yeast)
MmugDNA.7908.1.81_at gDNA.g1066081 FEA=U133PSR GEN=UBE2V1 Kua-UEV DEF=Orthologous to 201002_s_at ubiquitin-conjugating enzyme E2 variant 1
MmugDNA.7052.1.81_at gDNA.g4759281 FEA=U133PSR GEN=UBE2L6 DEF=Orthologous to 201649_at ubiquitin-conjugating enzyme E2L 6
MmugDNA.35955.1.81_at gDNA.Hs.172759.0.A1 FEA=U133PSR GEN=UBE2D3 DEF=0Orthologous to 242403_at Ubiquitin-conjugating enzyme E2D 3 (UBC4 5 homolog, yeast)
MmugDNA.573.1.51_at  gDNA.Hs.90303.2.51 FEA=U133PSR GEN=TSC2 DEF=Orthologous to 215735_s_at tuberous sclerosis 2
MmugDNA.15298.1.S1_at gDNA.g7657045 FEA=U133PSR GEN=UBE2S DEF=Orthologous to 202779_s_at ubiquitin-conjugating enzyme E2S
MmugDNA.18540.1.S1_at gDNA.Hs.43569.0.A1 FEA=U133PSR GEN=UBE2V2 DEF=Orthologous to 230411_at Ubiquitin-conjugating enzyme E2 variant 2
MmugDNA.18053.1.81_at gDNA.Hs.87757.0.A1 FEA=U133PSR GEN=UBE3A DEF=Orthologous to 243855_at Ubiquitin protein ligase E3A (human papilloma virus E6-associated protein, Angelman syndrome)
MmugDNA.22609.1.S1_at gDNA.Hs.284233.0.52 FEA=U133PSR GEN=UBE2Q DEF=Orthologous to 222480_at ubiquitin-conjugating enzyme E2Q (putative)
MmugDNA.37414.1.81_s_at gDNA.Hs2.406136.1.A1 FEA=U133PSR GEN=UBE2G2 DEF=0Orthologous to 1557053_s_at ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast)
MmugDNA.9196.1.81_s_at gDNA.Hs.283845.0.81 FEA=U133PSR GEN=UBE2V1 Kua-UEV DEF=Orthologous to 216315_x_at ubiquitin-conjugating enzyme E2 variant 1
MmugDNA.27810.1.S1_at gDNA.Hs.165681.0.A1 FEA=U133PSR GEN=UBE2B DEF=Orthologous to 239163_at ubiquitin-conjugating enzyme E2B (RAD6 homolog)
MmugDNA.16183.1.S1_at gDNA.Hs.184325.0.A5 FEA=U133PSR GEN=UBE2J1 DEF=0Orthologous to 217824_at ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast)
MmugDNA.14362.1.S1_at gDNA.Hs.287474.0.51 FEA=U133PSR GEN=UBE2E1 DEF=Orthologous to 215577_at Ubiquitin-conjugating enzyme E2E 1 (UBC4 5 homolog, yeast)
MmugDNA.21374.1.S1_at gDNA.Hs2Affx.1.256.S1 FEA=U133PSR GEN=UBE1 DEF=0Orthologous to 1555387_at ubiquitin-activating enzyme E1 (A1S9T and BN75 temperature sensitivity complementing)



